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Genus Capurodendron:
Undescribed morphologies           

Intermediate morphologies

Morphological species complexes
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Introduction

Main objectives:

- 1° Delimit the Capurodendron species 

using phylogenomics.

- 2° Estimate the species potential 

distribution and establish IUCN protection 

categories.
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Manilkara zapota Bemangidia lowryi

81 million reads

20x – 40x

GenBank Transcriptome Newly sequenced incomplete genomes

Capurodendron delphinense

51 million reads

2x – 20x

Baits for 1020 loci
793 genes

227 microsatellites
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Matterials and Methods
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42 outgroup

Sequences for 

phylogenomic analyses

Baits design Baits + metallic beadDNA

Hybridization Magnetic

capture
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Preliminary results
Gene Capture efficency
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ML tree (3 genes, 12700 bp)
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Preliminary results
ML tree (3 genes, 12700 bp)
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sp. nov. ?
sp. nov. ?
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25 candidates 

to new species
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STACEY species delimitation analysis 

Putative species are shown in black squares                          Conspecificity: 0%        50%         100%  

Aride Complex

Eastern Complex

Multi-Species 

coalescent tree 

Can microsatellites improve 

the species delimitation?



Preliminary results

Using 30 microsatellites and 

Bayesian analyses:

• Arid Complex: One “species”.

Preliminar species delimitation using microsatellites

Capurodendron mandrarense Capurodendron androyense

STRUCTURE analysis at K4

Conspecific???

Hybridization???
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Using 30 microsatellites and 

Bayesian analyses:

• Eastern complex: Species group 

with high levels of admixture

Preliminar species delimitation using microsatellites

Unbalanced sampling sizes

Hybridization???
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Preliminar Conclusions

 Gene capture works well in all Sapotaceae and even with old 

herbarium specimens

 Capurodendron contains much more species than initially 

thought

 Two species complexes with a mismatch between phenotypes 

and genotypes: Hybridization or incomplete lineage sorting?

 Microsatellites might not be as useful as expected
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